B ARSI RL 2 2017 4E 2 A5 16 %55 2 8] Chin J Dig Surg, February 2017, Vol.16,No.2

SRR i X 8 H O A i 28
51T R A J1 89 AE FH AL

B AP RAHFF OWSF KRR BE EAM

[HE] BH® HTCHET L5 X (HBx) & E 6w MR 22 ST 8 a8 1 Ve b, 773k
S FH RUEEEBASIF ST 07k , WEE 2014 4E 7 H 2 2015 4E 7 A BN ERF BB EE B UiA 19 30 19 T g B
[ 20 T A0 ML (TRIFRITEE ) 10 I JFFE R PR e ) T il R BRBERL . LR 20 fiT o 2838 (3475 HBV &k
e ) FTFARYIBR A I LU 10 491 JFFDE R 1 kg S8 35 (X908 HBV gt sl ) 149988 55 2H 21 (R (A A R A 2
241y, R U 2R G RN T 2 R Se b A\ B AR K 732 14 3(EnbB3) TR Rk, R
FH Western blot £ i3 4127 598 3241 41 ErbB3 & H H1 HBx & H A XS ik i, P R YL s e e i A
( GFP) JFURE (1 T8 40 i Ak HepG2 %Y GFP-HBx Fokifd) HepG2 W ExbB3 % A 363k, R H] RT-PCR
K Yy GFP kLAY HepG2 A Yt GFP-HBx FURLHY) HepG2 H ErbB3 mRNA AHXT F 354 o SR F ol 25 o e
Transwell 46 HepG2 122868 1, ANAlFE I Transwell A6 HepG2 iR RE Sy, IR/ BUTHE BB R
F x+s 8 ,éﬂl“ﬂ FEBE R ST AR AR ¢ K556 . R Pearson K S gEATAH S04 . SR (1 )ﬁ'ﬁﬁéﬂéﬂ’ﬂﬁ%
etk ErbB3 2 (2R IA 1 IO - 20 491 [ 2 e 98 AR T 9 4. 2 B 10 0TI 1 1 gl S0 28 A 9 55 2l 21
ErbB3 & 1240655 B (MOD) MHXHE 4> 34 2. 54+1.33 F10.99+0. 29, T ik, B RBA G238 L (1=
6.542,P<0.05), (2)Western blot % ErbB3 & [ F1 HBx & 13515 0 . 10 6 J5 & 1 BT 8 s 3 A0 i 4
SUR10 (5 FFINE R A Fig 58 25 1990 55 24 2 ExbB3 2B (I AE X 235 & 4351 0.79£0. 13 F1 1. 10+0. 28, HBx
H AT RIBEL T 1.07£0. 17 A1 0, i L iR$abr LB, 22 R 3R Gt 2# 5 L (1=3.229,19.486, P<
0.05) , Pearson 450 s . A 4141 ErbB3 #1155 HBx 85 H R IAMIE A (r=0.637,P<0.05)
(3) Western blot #l RT-PCR 43l HepG2 Ht ErbB3 4 [ 3k S KA B - e U4 GFP JBURLAY HepG2 Fili%
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[ Abstract] Objective To explore the effects and mechanisms of hepatitis B virus-X protein ( HBx) on
invasion and migration of hepatocellular carcinoma (HCC) cells. Methods The retrospective cohort study was

conducted. The clinicopathological data of 30 patients with liver tumor (20 with HCC and 10 with benign tumor

DOI;10.3760/ cma.].issn.1673-9752.2017.02.013
Y A7 . 221000 R BE R K 27 B B B AT AR A MR
WEES . A, Email ; wangrenhao@ 126.com

<177 -

<—3s
b

I



- 178 - PRI AL ML AR 2017 4E 2 5 16 %% 2 8] Chin J Dig Surg, February 2017, Vol.16,No.2

of liver) who were admitted to the Affiliated Hospital of Xuzhou Medical College between July 2014 and July 2015
were collected. HCC tissues of 20 patients with HCC (with history of HBV infection) were collected by surgical
resection and peritumoral normal tissues (outside of tumor capsule) of 10 patients with benign tumor of liver
(without history of HBV infection) were collected. The expressions of epidermal growth factor receptor 3 ( ErbB3)
in HCC tissues and peritumoral normal tissues were detected by immunohistochemistry ( IHC). The relative
expressions of ErbB3 and HBx in HCC tissues and peritumoral normal tissues were detected by Western blot, and
relative expressions of ErbB3 in HepG2 of which green fluorescent protein ( GFP) and GFP-HBx were respectively
transfected were detected. The relative expressions of ErbB3 mRNA in HepG2 transfected by GFP and GFP-HBx
were detected by real-time polymerase chain reaction ( RT-PCR). The migration and invasion of HepG2 were
respectively detected by Transwell assay with and without matrix. The measurement data with normal distribution
were represented as x+s. The comparisons between groups were evaluated with the independent-sample ¢ test.
Correlation analysis was done by the Pearson test. Results (1) The expressions of ErbB3 were detected by IHC ;
relative value of mean optical density (MOD) of ErbB3 in HCC tissues of 20 patients with HCC and peritumoral
normal tissues of 10 patients with benign tumor of liver were 2. 54+1.33 and 0.99x0.29, respectively, with a
statistically significant difference (z=6.542, P<0.05). (2) The relative expressions of ErbB3 and HBx were
detected by Western blot: relative expressions of ErbB3 and HBx were respectively 0. 79+0. 13, 1. 10+0.28 in
HCC tissues of 10 patients with HCC and 1. 07+0. 17, O in peritumoral normal tissues of 10 patients with benign
tumor of liver, with statistically significant differences (1=3.229, 19.486, P<0.05). The results of Pearson test
showed that there was a positive correlation of expression between ErbB3 and HBx in HCC tissues (r=0.637, P<
0.05). (3) The relative expressions and transcriptional levels of ErbB3 were detected by Western blot and
RT-PCR : relative expressions of ErbB3 in HepG2 of which GFP and GFP-HBx were respectively transfected were
0.75+0. 11 and 1. 10+0. 10, respectively, with a statistically significant difference (7=4.291, P<0.05). The
relative expressions of ErbB3 mRNA in HepG2 of which GFP and GFP-HBx were respectively transfected were
0.38+0. 03 and 0.94+0. 07, respectively, with a statistically significant difference (¢=11.703, P<0.05). (4)
The effects of ErbB3 on migration and invasion of HepG2: numbers of transmenbrane cell in HepG2 of which His
and His-ErbB3 were respectively transfected by Transwell assay with matrix were respectively 271+18 and 463+
31, respectively, with a statistically significant difference (z=8.202, P<0.05). Numbers of transmenbrane cell
in HepG2 of which His and His-ErbB3 were respectively transfected by Transwell assay without matrix were
respectively 31538 and 549+34, respectively, with a statistically significant difference (7=8.310, P<0.05).
Conclusion HBx protein can promote the invasion and migration of hepatocellular carcinoma cells through
up-regulating expressions of ErbB3 protein.
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